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LC521925 29848 bp RNA linear VRL 13-FEG-2020
Severe acute respiratory syndrome coronavirus 2
20819-nCoV/Japan/AL/1-004/2020 RMA, complete gencme.
LC521925
LC521925.1
Severe acute respiratory syndrome coronavirus 2 (SARS-CeV-2)
Sewere acule respiratory syndrome coronavirus 2
Viruses; Riboviria; Nidovirales; Cornidovirineae; Corcnaviridae;
Orthocoronavirinac; Betacoronavirus; Sarbecovirus,
1
Sekizuka,T., Matsuyama,S., Shirato,K., Mao,N., Itckaws,K.,
Hashinu,M., Tanaka,R., Yatsu,K., Suzuki,T., Suzuki,M., Hasegawa,H.,
Wakita,T., Tokeda,M. and Kuroda,M.
Complete genome sequence of Wuhan scafood market pneumenia wirus
2819-nCouV/Japan/AL/1-004/2020 isolated from a patient in Japan
Unpublished
2 (bases 1 to 29848}
Sekizuka,T., Matsuyama,S., Shirato,K., Mao,M., Itckawa,K.,
Hashino,M., Tanaka,R., Yatsu,K., Suz2uki,T., Suzuki,M., Hasegawa,H.,
Wakita,T., Tokeda,M. and Kuroda,M.
Direct Submission
Submitted (@83-FEB-2020) Contactl:Tsuyoshi Sckizuka Naticnal
Institute of Infectious Diseases, Pathogen Genemics Center; 1-23-1
Toyoma, Shinjuku-ku, Tokyo 1862-8648, Japan
#uAssembly-Data-STARTA#
Assembly Method ti AS-miseq v. 20140604
Segquencing Technology ¢ HextSegso9
H##Assembly-Data-ENDA#
Location/Qualifiers
1..29848
forganism="Severe acule respiratory syndrome corenavirus
an
fmol_type="genomic RNA™
/strain="2019-nCoV/Japan/AL/I1-004,2020"
fhost="Homo capiens”
fdb_xref="taxon:2697849"
/lab_host="Chlorocebus sp. VeroE6/TMPRSSZ cell line"
feountry="Japan"
fcullection_date="2020-91"
1..262
263..21528
/gene="orflab"
juin{263..13441,13441,.21528)
fgene="or {lab"
/ribosomal_slippage
fnote="deletion of 8 amino acids (G32 - L39) in NSP-1;
pplab; translated by -1 ribosomal frameshift™
/codon_start=1
fproduct="orllab polyprotein”
/protesin_td="BBWE3516, 1"
/Lronslation="MESLVPGFMNEKTHVQLSLPVLQVRDVLVRGFSEARQHLKDGTCG
LVEVEKGYLPQLEQPYVF IKRSDARTAPHGHVMVELVAELEGIQYGRSGETLGVLVPH
VGEIPVAYRKYLLRKNGNKGAGGHSYGADLKSFDLGDELGTDPYEDF QENKFNTKHES0
VTRELMRELWGGAYTRYWDMNFCGPDGYPLECIKDLLARAGKASCTLSEQLDFIDTKR
GVYCCREHEHELAWYTERSEKSYELQTPFELKLAKKFDTFNGECPNFVFPLNSIIKTI
QPRVEKKKLDGFMGRIRSVYPVASPHECHQMULSTLMKCDHCGETSWQTGDFWKATCE
FCGTENLTKEGATTCGYLPQNAVYKIYCPACHNSEVGPEHSLAEYHNESGLKTILRKG
GRTIAFGGCVFSYVGCHNKCAYWYPRASANIGCHHTGVVGEGSEGLNCNLLEILQKEK
VNINIVGDFKLNEEIAIILASFSASTSAFVETVKGLDYKAFKQIVESCONF KYWTKGKA
KKGAWNIGEQKSILSPLYAFASEAARVVRSIFSRTLETAQNSVRVLQKAAITILDGIS
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